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1 TCCTCCTGGTGGCAGCTCCCAL 480 374107

IGHV4-34_01 IGHJ6_02 53.09 53.09

Mutation rate to partial V-gene (%) In-frame (Y/N) ]
717 Y

No Stop codon (Y/N) V-coverage

Y 100.00
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91210009 LymphoTrack® Dx IGH FR1 Assay Kit A — MiSeq® CE IAIE
91210039 LymphoTrack® Dx IGH FR1 Assay Panel - MiSeg® CE I\IE
91210089 LymphoTrack® Dx IGH FR2 Assay Kit A — MiSeq® CE JAIE
91210099 LymphoTrack® Dx IGH FR2 Assay Panel - MiSeq® CE TAiE
91210109 LymphoTrack® Dx IGH FR3 Assay Kit A — MiSeg® CE TAIE
91210119 LymphoTrack® Dx IGH FR3 Assay Panel - MiSeg® CE A
91210129 LymphoTrack® Dx IGH FR1/2/3 Kit A — MiSeqg® CE IAIE
91210139 | LymphoTrack® Dx IGH FR1/2/3 Panel - MiSeq® CE IAIE
91210059 LymphoTrack® Dx IGHV SHM Assay Kit A - MiSeg® CE IAIE
91210069 LymphoTrack® Dx IGHV SHM Assay Panel — MiSeq® CE IAIE
91220009 LymphoTrack® Dx IGK Assay Kit A - MiSeq® CE IAIE
91220019 LymphoTrack® Dx IGK Assay Panel - MiSeq® CE IAIE
92270019 | LymphoTrack® Dx TRG Assay Kit A — MiSeq® CE IAIE
92270009 LymphoTrack® Dx TRG Assay Panel — MiSeq® CE JAIF

lon PGM™ Z M FEE S

91210007 LymphoTrack® Dx IGH FR1 Assay - PGM™ CE AE
91210037 LymphoTrack® Dx IGH FR2 Assay - PGM™ CE IALE
91210047 LymphoTrack® Dx IGH FR3 Assay - PGM™ CE TAIE
91210057 LymphoTrack® Dx IGH FR1/2/3 Assay - PGM™ CE IAIE
92270007 LymphoTrack® Dx TRG Assay - PGM™ CE AL
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